Similar results were obtained in the expression of the anthocyanin biosynthesis genes coding for chalcone synthase (CHS), dihydroflavonol 4-reductase (DFR), leucoanthocyanidin dioxygenase (LDOX), and UDP glucose flavonoid 3-glucosyltransferase (UF3GT) (Solfanelli et al. 2006 , Sakuraba et al. 2010 . Although some of the anthocyanin biosynthesis genes were previously shown to be down-regulated in hy5 under normal conditions (Lee et al. 2007 , Jeong et al. 2010 , Shin et al. 2013 ), a much bigger difference of the expression level between low-Pi treated hy5-215 and WT was found (Supplementary Figure 4) . Taken together, the data somehow suggest hy5-215 is tolerant to Pi deficiency.
Activation or secretion of acid phosphatases, ribonucleases and organic acids are responsible for scavenging extracellular Pi from insoluble organic complexes. In addition, the activities of acid phosphatases and ribonucleases also contribute to release Pi from intracellular organic Pi sources (Raghothama 2000, Poirier and Bucher 2002) . Then, we analyzed the expression of RNS1 and ACP5, which encode a ribonuclease and purple acid phosphatase (PAP), respectively. The expression of RNS1 and ACP5 was significantly induced by Pi deficiency in the WT, but their transcript levels were much lower in hy5-215 than in the WT (Supplementary Figure 5A-D) . In addition, acid phosphatase activity, monitored by staining with 5-bromo-4-chloro-3-indolyl phosphate (BCIP), was significantly reduced in hy5-215 compared to the WT under Pi-deficient conditions (Supplementary Figure 5E) . These results indicate that hy5-215 suffers less stress in Pi-deficient conditions and release less free Pi from organic molecules by ribonucleases or PAP, compared with the WT. 
